Combinatorial Pharmacogenomic Testing Improves Outcomes for Patients Taking
Medications with Gene-Drug Interactions in a Randomized, Controlled Trial
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INTRODUCTION RESULTS

e Treatment decisions guided by combinatorial pharmacogenomic (PGx) testing may improve e Among patients taking medication(s) predicted to have moderate or significant gene-drug e Patient outcomes in guided-care were durable over the 24-week study (Figure 2).
outcomes for patients with major depressive disorder (MDD), with the greatest potential interactions at baseline, week 8 outcomes based on HAM-D17 were significantly better for those in
improvement expected for patients who are likely failing their current medication(s) due to the guided-care arm compared to TAU (Figure 1). Figure 2. Durability of improvements in patient outcomes through week 24 for patients in the
gene-drug interactions. e Similar findings were observed using the HAM-D6 scale, with larger differences in the guided-care guided-care arm who were taking medications with predicted gene-drug interactions at baseline
- - - - d TAU arms (Figure 1).
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